Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.034; wR factor = 0.106; data-to-parameter ratio = 13.1.
In the title compound, {[Na(C 8 H 9 N 2 O 4 )(H 2 O)]Á0.5H 2 O} n , the Na + ion is coordinated by two bridging water molecules, one N atom and three O atoms from three 4-carboxy-2-propyl-1H-imidazole-5-carboxylate (H 2 pimdc) ligands. Adjacent Na + ions are linked alternately by two water O atoms and two carboxy O atoms into a chain along [001] . These chains are connected through the coordination of the carboxylate O atoms to the Na + ions, forming a three-dimensional structure. An intramolecular O-HÁ Á ÁO hydrogen bond and intermolecular N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds are present in the crystal structure.
Related literature
For the properties and biological activity of imidazole-4,5-dicarboxylic acid and its derivatives, see: Baures (1999) ; Bogdanova et al. (1992) ; Borodkin et al. (1984) ; Reichardt et al. (1992) ; Su et al. (2001) .
Experimental
Crystal data [Na(C 8 
Data collection
Bruker APEX CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.528, T max = 0.562 5971 measured reflections 1986 independent reflections 1669 reflections with I > 2(I) R int = 0.020 Table 2 Hydrogen-bond geometry (Å , ). et al., 1992; Borodkin et al., 1984; Reichardt et al., 1992) , including the use of imidazole-4,5-dicarboxylic acid amides in the development of human immunodeficiency virus (HIV-1) protease inhibitors (Baures, 1999) . Here we present the synthesis and structure of the title complex derived from 2-propyl-1H-imidazole-4,5-dicarboxylic acid. The distinct binding modes of the ligands as well as the coordination preferences of the metal ion are discussed.
In the title compound, the 2-propyl-4-carboxy-1H-imidazole-5-carboxylate (H 2 pimdc) ligand is bonded to Na ions in a µ 3 -mode. The coordination of Na ion is achieved by two water molecules, one N atom and three O atoms from three H 2 pimdc ligands ( Fig .1 , Table 1 ). Two O1 atoms of the H 2 pimdc ligand bridge two Na atoms, forming a parallelogram and two O5 atoms of the water molecules form another parallelogram with two Na atoms, leading to a chain along [0 0 1].
The chains are connected through the coordination of the carboxylate O3 atoms to the Na ions, forming a three-dimensional structure (Fig. 2 ). The propyl group becomes an ornament in the coordination network. The crystal structure is stabilized by intramolecular O-H···O hydrogen bond and intermolecular N-H···O and O-H···O hydrogen bonds (Table 2) .
Experimental
An ethanol solution (5 ml) containing 2-propyl-1H-imidazole-4,5-dicarboxylic acid (1 mmol, 0.198 g) was added dropwise to a water solution (10 ml) containing NaOH (0.5 mmol, 0.040 g). After stirring for 6 h, the solution was filtered. The filtered solution were evaporated for several days in air and colorless block-shaped crystals suitable for single-crystal X-ray diffraction were obtained (yield: 80% based on the ligand).
Refinement
H atoms except those of water molecules were positioned geometrically and refined using a riding model, with C-H = 0.97 (CH 2 ) and 0.96 (CH 3 ), N-H = 0.86 and O-H = 0.82 Å and with U iso (H) = 1.2(1.5 for methyl)U eq (C,N,O). H atoms of water molecules were located in a difference Fourier map and refined as riding atoms, with U iso (H) = 1.2U eq (O).
sup-2 
Crystal data (7) 0.0122 (7) 0.0004 (6) C4 0.0299 (9) 0.0346 (9) 0.0280 (9) 0.0012 (7) 0.0126 (7) 0.0000 (7) C1 0.0270 (8) 0.0319 (9) 0.0282 (9) 0.0030 (6) 0.0127 (7) 0.0017 (6) C3 0.0299 (9) 0.0408 (10) 0.0294 (9) 0.0031 (7) 0.0131 (7) 0.0034 (7) Symmetry codes: (iv) −x+1, y, −z+3/2; (i) −x, y, −z+1/2; (ii) −x+1/2, −y+1/2, −z+1.
Hydrogen-bond geometry (Å, °)
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